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AR GERAFHERA T 4 =—H =72 DO RN R EIEE ORI EIZIEE > TV E
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AMFSEIZ LD | HSF1-Ser326 @ U U {bs SGO2 | & FHH TR a v I X
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HERF T DB X U RIERAFAZ VA (T A AKX R) LIRS, $7-, BEH
VR BIZHKHLTE HHAORENIE T a T A AL VARKE EMNITND,

(E2) £ =3 v 7E#5 K7 1 (HSF1)

HOEBTRE THRE SN TV ORI EZEESVREICES LT & X U RV EDOREZE
BT 2 v 7 2RI ERFEIND, ZORETEY 3 v 7 IREE Lidh, Zh
ZH5 (DNA 755 RNA ~D#FHAHY) O L~V THET 200 3 v VEER T 1
(HSF1) Toh D, HSF1 [Ty Xm & LTE<ET a3 v 7 %37 E (heat shock
protein : HSP) BEDTEEHIEHIE 7 ThH V. & O HE TR BN A & B
HIERMBNTWVWD,

(1£ 3) #EBHIRETE AR (transcription preinitiation complex : PIC)
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STIRTYIHEAK (P10 OBEARLEE 25, £F. NIAK ¥ 7 ARFI~D TAA
Ry 7 AiEa S o8 B (TBP) O & Z2 R #20IZ, RAREER 7B (general
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(JF4) > =2 =23 (Shugoshin : SGO)
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Activity dependent
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1194 ( ) (6786)
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AL, Mol. Cell. Biol. 2015 % iiZ%)
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